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Preface

This volume comprises the proceedings of the 13th International Conference on Data
Integration in the Life Sciences (DILS 2018), held in Hannover (Germany) during
November 20–21, 2018. DILS 2018 was hosted by TIB Leibniz Information Centre for
Science and Technology, L3S Research Center at Leibniz University of Hannover, the
Information Centre for Life Sciences (ZB MED) and the Hannover Medical School
(MHH).

The articles included in this volume went through a peer-review process where each
submission was reviewed by at least three reviewers and one senior program chair. The
submissions were evaluated in terms of relevance, novelty, significance, soundness,
and quality of the presentation. Three types of submissions were received: (1) full
papers describing solid and complete research contributions; (2) short papers presenting
results of on-going research work; and (3) poster and demonstration papers. We
accepted five full papers; eight short papers; four poster papers; and four demo papers.
Our sincere thanks go to the Program Committee members and external reviewers for
their valuable input, and for accepting our invitation to contribute to the review process.

The DILS 2018 submissions cover a wide variety of topics related to data man-
agement in the life sciences. The articles tackle open problems and technical solutions
for data integration, query processing, and analytics on big life science data coming
from diverse data sources, e.g., genomic data collections, biomedical literature, or
clinical records, and in the challenges of transforming big data into actionable insights.

We composed an exciting program that included four research sessions: (1) Big
Biomedical Data Integration and Management; (2) Data Exploration in the Life Sci-
ences; (3) Biomedical Data Analytics; and (4) Big Biomedical Applications. Addi-
tionally, the program included two invited talks; the first invited talk was on “Matching
Biomedical Ontologies for Semantic Data Integration” by Dr. Catia Pesquita, and the
second invited talk was on “The de.NBI network–A Bioinformatics Infrastructure in
Germany for Handling Big Data in Life Sciences” by Prof. Alfred Pühler. Posters and
demos were presented in a plenary session where the authors and attendees had the
opportunity to interact in an informal environment.

November 2018 Sören Auer
Maria-Esther Vidal
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