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Preface

This volume contains the papers selected for presentation at the 4th Brazilian Sympo-
sium on Bioinformatics, BSB 2009, which was held in Porto Alegre, Brazil, during
August 29-31, 2009. The BSB symposium had its origins in the Brazilian Workshop
on Bioinformatics (WOB). WOB had three editions, in 2002 (Gramado, RS), in 2003
(Macaé, RJ), and in 2004 (Brasilia, DF). The change in the designation from work-
shop to symposium reflects the increase in the quality of the contributions and also in
the interest of the scientific community for the meeting. The previous editions of BSB
took place in Sdo Leopoldo, RS, in 2005, in Angra dos Reis, RJ, in 2007, and in Santo
André, SP, in 2008.

As evidence of the internationalization of the event, BSB 2009 had 55 submissions
from seven countries. Of the 55 papers submitted, 36 were full papers, with up to 12
pages each, and 19 were extended abstracts, with up to 4 pages each. The articles
submitted were carefully reviewed and selected by an international Program Commit-
tee, comprising three chairs and 45 members from around the world, with the help of
21 additional reviewers. The Program Committee Chairs are very thankful to the au-
thors of all submitted papers, and especially to the Program Committee members and
the additional reviewers, who helped select the 12 full papers and the six extended
abstracts that make up this book.

The editors would also like to thank the six keynote speakers of BSB 2009: Emil
Alexov (Clemson University, USA), Dario Grattapaglia (EMBRAPA, Brazil), Arthur
Gruber (USP, Brazil), Anna Panchenko (NIH, USA), Teresa M. Przytycka (NIH,
USA), and Eytan Ruppin (Tel Aviv University, Israel).

The conference was sponsored by the Brazilian Computer Society (SBC), and
counted on the support of Brazilian sponsoring agencies CNPq and CAPES. Special
thanks go to Springer, for agreeing to publish this proceedings volume, and to the
Steering Committee of BSB 2009. Last but not least, we would like to express our
gratitude to the General and Local Organizing Chairs, Osmar Norberto de Souza and
Duncan D.D. Ruiz, and the Local Organizing Committee, whose excellent work and
dedication made BSB 2009 an enjoyable experience.

July 2009 Katia S. Guimaraes
Anna Panchenko
Teresa M. Przytycka
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