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Preface

This volume of Lecture Notes in Bioinformatics (LNBI) contains selected papers
from the 8th International Conference on Data Integration in the Life Sciences
(DILS 2012), held June 28–29, 2012 at the University of Maryland in College
Park, Maryland, USA (http://sites.google.com/site/webdils2012/).

The Data Integration in the Life Sciences (DILS) conference has been held
regularly since 2004, alternating between venues in North America and Europe.
Over the years, DILS has become a forum for life science researchers, a place
where issues in data integration are discussed, where new avenues are explored,
and where integration is extended to new domains. Through a mix of invited
keynote presentations, oral presentations of peer-reviewed papers, posters and
demos, a variety of ideas are discussed, ranging from reports on mature research
and established systems, to exciting new prototypes and ongoing research.

This year the conference was organized around three major themes. Each ses-
sion was introduced by a keynote presentation followed by paper presentations.
In the “Foundations of Data Integration,” Jim Ostell from the National Center
for Biotechnology Information (NCBI) presented the Entrez system. Recurring
themes from the papers included ontologies, semantic similarity, mapping be-
tween ontologies and schema matching. The second theme, “New Paradigms for
Data Integration,” was introduced by a presentation of the Watson system by
Ken Barker from IBM Research. The papers demonstrated the benefits of Seman-
tic Web technologies for integrating biological data and explored crowd-sourcing
as a potential resource to support data integration. Finally, DILS 2012 empha-
sized “Integrating Clinical Data.” Jim Cimino from the National Institutes of
Health (NIH) Clinical Center presented “BTRIS,” the clinical data warehouse
supporting translational research at NIH. The papers explored the integration
of clinical data for cancer research and the contribution of natural language
processing to the integration of unstructured clinical data.

We thank the Program Committee for thoroughly reviewing and helping to
select the manuscripts submitted to the conference. Our thanks also go to Louiqa
Raschid, who coordinated the logistics at the University of Maryland.

June 2012 Olivier Bodenreider
Bastien Rance
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