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Preface

This volume contains the papers selected for presentation at BSB 2012: the 7th
Brazilian Symposium on Bioinformatics held August 15–17, 2012, in Campo
Grande (Mato Grosso do Sul), Brazil. The BSB is an international conference
which covers all aspects of bioinformatics and computational biology. The event
is organized by the special interest group in Computational Biology of the Brazil-
ian Computer Society (SBC). The BSB series started in 2005. In the period
2002–2004 its name was Brazilian Workshop on Bioinformatics (WOB). Thus,
this year we celebrated the 10th anniversary.

As in previous editions, BSB 2012 had an international Program Committee
of 55 members. After a rigorous review process, 16 papers were accepted to be
orally presented. All papers were reviewed by at least three independent review-
ers. This year, a selection of the accepted papers was also invited for submission
in expanded format to a special issue of the IEEE/ACM Transactions on Com-
putational Biology and Bioinformatics (TCBB). We thank the IEEE/ACM and
Marie-France Sagot, as editor-in-chief of the TCBB, for offering us this oppor-
tunity.

In addition to the technical presentations, BSB 2012 featured keynote talks.
We are grateful to all of the invited speakers: Marcos V.G.B. da Silva
(EMBRAPA, Brazil), José Fernando Garcia (UNESP, Brazil), Fernando D.
González-Nilo (Universidad Andrés Bello, Chile), Maricel G. Kann (University
of Maryland/Baltimore, USA), and Jens Stoye (Bielefeld University, Germany).
These proceedings also include a joint paper from two of the guest speakers.

BSB 2012 was made possible by the dedication and work of many people
and institutions, especially the Faculdade de Computação (Facom) of the Uni-
versidade Federal do Mato Grosso do Sul (UFMS). We would like to express
our sincere thanks to all Program Committee members, as well as to the ex-
ternal reviewers, for their cooperation in the reviewing process. We appreciate
their hard work that guaranteed the high quality of the technical program. We
are also grateful to the local organizers, coordinated by Nalvo F. Almeida Jr.
(Facom/UFMS, Brazil), and volunteers for their valuable help; the sponsors, in
particular CNPq, CAPES and FUNDECT, for making the event financially vi-
able; Guilherme Telles for assisting with the preparation of the proceedings; and
Springer for agreeing to print this volume.

Finally, we would like to thank the authors for their time and effort in sub-
mitting their work to the BSB 2012, as well as the attendees. Without them this
event would not be possible.

August 2012 Marcilio C.P. de Souto
Maricel G. Kann
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Katia S. Guimarães Universidade Federal de Pernambuco, Brazil
Ronaldo F. Hashimoto Universidade de São Paulo, Brazil
Dirk Husmeier University of Glasgow, UK
Ney Lemke Universidade Estadual Paulista Júlio de

Mesquita Filho, Brazil
Sergio Lifschitz Pontif́ıcia Universidade Católica do Rio de
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A Bioconductor Based Workflow for Z-DNA Region Detection
and Biological Inference . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . 73
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