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This special issue includes sevenpeer-reviewed articles about
synthetic biology, whose aim is to develop formal models
for biological-like phenomena, specially in the context of
molecular logic (Djordević and Silva 2019; Nemati and Tor-
res 2020; Santiago et al. 2020;Braccini et al. 2020;Moreira et
al. 2020; Tavares et al. 2021; Veloz and Flores 2021). Molec-
ular logic focuses on understanding logical and operational
aspects onmolecules and their interactions, providing a fruit-
ful conceptual crossover between chemistry and computation
with unsuspected applications.

The symposium was promoted by the project Klee-
Coalgebraic Modeling and Analysis for Computational Syn-
thetic Biology (02/SAICT/2017), a R&D project supported
by the Portuguese Foundation for Science and Technology
(FCT), within project POCI-01-0145-FEDER-030947.

The special issue was developed as a complement after
the successful International Symposium onMolecular Logic
and Computational Synthetic Biology (MLCSB18), held in
Santiago Chile in December 2018, which brought together
an interdisciplinary group of speakers and attendants at the
intersection between applied mathematics, biology, com-
puter science, and philosophy. Invited lectures were given by
Marta Kwiatkowska (U. Oxford, UK), Hidde de Jong (Inria,
Grenoble, France) and Alexandre Madeira (U. Minho, Por-
tugal). The MLCSB18 symposium emerged from a series
of informal workshops on Molecular Logic which, since
2014, have brought together researchers from different lat-
itudes and backgrounds. The symposium was organized by
the Institute of Philosophy and Complexity Science and the
Universidad Diego Portales from Chile, and the Univer-
sity of Aveiro from Portugal, and hosted at both Chilean
institutions. The authors of the best papers presented at
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the MLSCB where invited to submit to this Special Issue.
The decisions were made based on single-blind peer review
by at least two reviewers. Conflicts of interest within the
editors were dealt with using conflict of interest declara-
tions.

The aim of MLSCB18 was harnessing logical and alge-
braic methods for modeling and verifying systems on the
interaction of Nature and Computation, around two main
themes, which can also serve to split the list of articles
published in this special issue: The development of bio-
logical computation models and devices (Djordević and
Silva 2019; Braccini et al. 2020; Tavares et al. 2021; Veloz
and Flores 2021), and the application of new computing
paradigms to the design of biological systems (Nemati
and Torres 2020; Santiago et al. 2020; Moreira et al.
2020).

In conclusion, the guest editors hope that this special issue
will find its numerous readers and would like to express their
sincere gratitude to all authors who submitted their work,
to all reviewers for their time, to the Editors-in-Chief of
Soft Computing, Professors Antonio Di Nola and Raffaele
Cerulli, to the associate editors which strongly collaborated
with us during the editorial process Ciriaco D’Ambrosio and
Harini Balasubramanian, as well as the technical staff of
Springer, for their valuable support.
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