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CORRECTION

Correction to: BRADSHAW: a system for automated molecular design
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Correction to: �Journal of Computer‑Aided Molecular Design  
https​://doi.org/10.1007/s1082​2-019-00234​-8

The original version of this article unfortunately contained 
some mistakes in the references:

Reference 58. Lewell et al., “RECAPsRetrosynthetic” 
should be “RECAP Retrosynthetic”.

Reference 59. should be: RDKit: Open-source cheminfor-
matics; https​://www.rdkit​.org. Accessed 18/10/2019 2019.

Reference 60. should be: https​://emole​cules​.com. 
Accessed 18/10/2019 2019.

Reference 62. should be: https​://chema​xon.com. Accessed 
18/10/2019 2019.

Publisher’s Note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

The original article can be found online at https​://doi.org/10.1007/
s1082​2-019-00234​-8.
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