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F o r e w o r d  

The papers contained in this vo lume  were presented at the fifth annual sym-  
p o s i u m  on Combinator ia l  Pattern Matching,  held June 5 - 8, 1994 at Asilornar, 
California. They  were selected from 41 abstracts  submi t t ed  in response  to the 
call for papers.  

Combinatorial  Pat tern  Matching addresses issues of searching and match- 
ing of strings and more complicated pat terns  such as trees, regular expressions, 
extended expressions, etc. The goal is to derive non-trivial combinatorial  prop- 
erties for such structures arm then to exploit these properties in order to achieve 
superior performances for the corresponding computat ional  problems. 

In re(:ent years, a steady flow of high-quality scientific study of this subject 
has changed a sparse set of isolated results into a fllll-fledged area of algorith- 
mics. This area is expected to grow even further due to the increasing demand 
for speed and efficiency that  comes especially from molecular biology and vari- 
ous genome projects, but also front areas such as information retrieval, pa t tern  
recognition, compiling, data  compression, and program analysis. The stated 
objective of annual CPM gatherings is to bring together active researdlers for 
an intensive exchange of information about current and future research in com- 
binatorial pa t te rn  matching. 

The general organisat, ion and orientations of CPM Conferences are coordi- 
nated by a Steering Commit tee  composed of A. At)ostolico , M. Crochemore, 
Z. Galil, and U. Manber. 

The first four meetillgs were held at the University of Paris (199(/), at the 
University of London (1991), at the Univ(Tsity of Arizona (Tucson, 1992), and at 
the UniwTsity of Padova (1993). After the first meeting, a selection of the papers 
ai)i)ea,red a,s a special issue of Theoretical Corr~puter Science. The I)rocee(tings of 
the third and fourth meetings at)i)eared as vohunes 644 and 684 of the present 
series. 

External referees who helped with the selection of papers for CPM 94 are 
gratefldly aeknoledged. 

Line Fonfr~de and Jean-Louis Barribre (Insti tut  Gaspard  Monge, France) 
provided technical help during the selection process. Debbie Chadwick (Com- 
puter Science Department ,  U.C. Davis) helped with secretarial and adminis- 
trative work. The conference was supI)orted in part  by the National Science 
Foundation and the University of California, Davis. The efforts of all are grate- 
fiflly a('knowledged. 
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