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Preface

It is our great pleasure to introduce the proceedings of the 20th anniversary
edition of the Annual Symposium on Combinatorial Pattern Matching (CPM).
The meeting was held in Lille, France, hosted by the Laboratoire d’Informatique
Fondamentale de Lille (LIFL) affiliated with the Université de Lille 1 and the
French Centre National de Recherche Scientifique (CNRS), as well as by INRIA
Lille - Nord Europe.

Started in 1990 as a summer school with about 30 invited participants, CPM
quickly evolved into a representative annual international conference. Principally
motivated by combinatorial algorithms for search problems in strings (texts,
sequences), the scope of CPM extended to more complex data structures such
as trees, graphs, two-dimensional arrays, or sets of points. Those studies resulted
in a rich collection of algorithmic techniques and data structures, making bridges
to other parts of the theory of discrete algorithms and algorithm engineering.
Today, the area of combinatorial pattern matching is a well-identified active
subfield of algorithmic research.

Importantly, this development has been fertilized by a number of major ap-
plication areas providing direct motivations and fruitful feedback to the CPM
problematics. Those applications include data compression, computational biol-
ogy, Internet search, data mining, information retrieval, coding, natural language
processing, pattern recognition, music analysis, and others. On the one hand, all
these areas make use of combinatorial pattern matching techniques and, on the
other hand, raise new pattern matching problems. For example, the fast progress
in computational molecular biology, triggered in the 1990s by the availability of
mass genomic data, considerably influenced the combinatorial pattern matching
field: as an illustration, about one-third of the papers presented in this volume
deal with problems related to bioinformatics applications.

In 2009, the Combinatorial Pattern Matching symposium celebrated its 20th
anniversary. Previous CPM meetings were held in Paris, London (UK), Tuc-
son, Padova, Asilomar, Helsinki, Laguna Beach, Aarhus, Piscataway, Warwick,
Montreal, Jerusalem, Fukuoka, Morelia, Istanbul, Jeju Island, Barcelona, London
(Canada), and Pisa. Starting from the third meeting, proceedings were published
in the LNCS series, volumes 644, 684, 807, 937, 1075, 1264, 1448, 1645, 1848,
2089, 2373, 2676, 3109, 3537, 4009, 4580, and 5029. Selected papers from the first
meeting in 1990 appeared in volume 92 of Theoretical Computer Science, from
the 2000 meeting in volume 2 of Journal of Discrete Algorithms, from the 2001
meeting in volume 146 of Discrete Applied Mathematics, from the 2003 meeting
in volume 3 of Journal of Discrete Algorithms, from the 2004 meeting in volume
368 of Theoretical Computer Science and from the 2005 meeting in volume 5
of Journal of Discrete Algorithms. Selected papers from the 2008 edition are to
appear in Theoretical Computer Science.



VI Preface

To mark the 20th anniversary of CPM, all Program Committee (Co-)Chairs
of previous editions of CPM were invited to serve on the 2009 Program Com-
mittee. This resulted in a committee of 31 members including many prominent
researchers in the area. Moreover, the proceedings open with a special invited
contribution entitled “CPM’s 20th Anniversary: A Statistical Retrospective,”
tracing the history of the symposium and providing a collection of statistical
data and factual information about all the 20 editions of CPM and the pre-
sented contributions.

The Program Committee received 63 valid submissions. Each submission was
reviewed independently by three committee members, possibly assisted by ex-
ternal reviewers. About 70 external reviewers provided their expertise; they are
listed on the pages that follow. The selection process resulted in 27 accepted
papers, corresponding to an acceptance rate of about 43%. The Program Com-
mittee decided to grant two awards to selected papers: a Best Paper Award and
a new Best Student Paper Award. We would like to thank the members of the
Program Committee who worked very hard to ensure the timely review of all
the submitted manuscripts and participated in the selection process.

The conference program also included three invited talks by Christos Falout-
sos (Carnegie Mellon University), Roberto Grossi (University of Pisa), and Ravi
Kumar (Yahoo! Research), who graciously accepted the Program Committee’s
invitation.

We are indebted to the members of the Steering Committee for their advice
and tremendous help in different issues. On behalf of the entire CPM commu-
nity, we would like to express our gratitude to the institutional sponsors who
provided support to CPM 2009. These include the Laboratoire d’Informatique
Fondamentale de Lille (UMR CNRS 8022), Université Lille 1, Région Nord-Pas
de Calais, GDR Bioinformatique Moléculaire, INRIA Lille - Nord Europe, Ya-
hoo! Research, and the University of Helsinki. The whole submission and review
process was carried out with the help of the EasyChair system. Finally, we thank
the local organization team headed by Hélène Touzet for carrying out all the la-
borious work that made the meeting possible.

March 2009 Gregory Kucherov
Esko Ukkonen
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Jean-Stéphane Varré
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